T ubercular uveitis (TBU) is a common cause of infectious uveitis in countries where tuberculosis is endemic. Molecular diagnostic techniques are the cornerstone of diagnosis as of now, as culture positivity has never been reported to date. With increasing reports of multidrug-resistant tuberculosis (MDR TB) from various extrapulmonary sites and in the light of a recent case report (1) , there is an urgent unmet need to look for MDR TBU. We report here five such cases of drug-resistant TBU.
Vitreous fluid (VF) samples from 55 clinically suspected cases of TBU, diagnosed according to previously proposed criteria (2), were subjected to multitargeted PCR (MPCR) (3) and the Xpert MTB/RIF assay (GX assay). Forty samples were also subjected to the MTBDRplus line probe assay. Conventional smear and culture examination were not done due to low sensitivity and prolonged turnaround time for culture. Multitargeted PCR was positive for MTB in 39 of the 55 samples tested. Rifampin resistance was detected in five cases by rpoB gene sequencing, with mutations at codon 531 (three patients), codon 516 (one patient), and codon 526 (one patient). Rifampin resistance was also detected in these five cases by MTBDRplus assay and in two of these by GX assay. Two of these cases were also found to have isoniazid resistance by MTBDRplus, confirmed by katG sequencing, with detection of a mutation at codon 315. MTBDRplus had greater sensitivity than the GX assay in detecting rifampin resistance. The clinical profiles, investigation reports, treatment instituted, and clinical outcomes of these five patients are shown in Table 1 . All the patients were started on MDR-TB treatment. Corticosteroids were administered as oral or topical treatment or both, as required. Four patients took the treatment and have shown healing of lesions, while one was lost to follow-up.
Molecular methods have been evaluated for timely diagnosis and detection of drug resistance in other paucibacillary conditions, such as tubercular meningitis (TBM) (4) and osteoarticular tuberculosis (OATB) (5). However, these have not been evaluated on VF samples. MDR-TB was diagnosed by MTBDRplus assay in 32.14% of 30 PCR-positive TBM cases (4), and rifampin resistance was detected by rpoB gene sequencing in 13% of OATB cases (5). Mutations for rifampin resistance at codons 531, 516, and 526, as seen in our patients, have been documented from other extrapulmonary sites (4, 5) .
The XpertMTB/RIF assay was positive in only two of our five cases (40%). Previous studies have reported low sensitivity (25%) of the GX assay in other paucibacillary conditions, such as pleural TB (6) . From our experience of the MTBDRplus assay and of rpoB and katG gene sequencing for the detection of drug resistance in VF samples, we believe that there is a need for the application of rapid molecular techniques for the detection of drug resistance in TBU. Though these diagnostic modalities are relatively expensive (approximate running costs are $25/test for the MTBDR plus assay, $14/test for the GX assay, $9.5/test for rpoB gene sequencing, and $3.5/test for MPCR) and require infrastructure and technical skill, these can be carried out in tertiary care centers in places like India where tuberculosis is endemic.
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